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Table S6. Coffee hybrids associated with resistance to different races of H. vastatrix and that

confers resistance to C. kahawae, identified by molecular markers.

a) Allele Su3 (genotype Aa)

C2-1 C2-5 Cc2-8 C2-11 C4-2 (45 C4-9 Cl12-1 Cl24 C12-7

c2-2 C2-6 C2-9 C(C2-12 C4-3 C4-6 C4-10 Cl12-2 Cl12-5 C12-8

C2-3 Cc2-7 C2-10 C4-1 C4-4 C4-8 C4-11 Cl12-3  Cl12-6 C12-9

C12-10

b) QTL-GL2 (genotype BB)

Cl-1 Cl19 C64 Co6-8 (C82 (C87 C8-11 Cl0-1 C10-9 Cl1-1

Cl1-2 C1-10 Co6-5 Co-10 C83 (C88 (94 Cl0-6 Cl10-10 Cl11-9

Cl4 Cl1-11 Ce-6 Co-11 C84 C89 (C9-5 C10-7 Cl10-11 Cl1-11

Cl-5 Cl1-12 C6-7  C8-1 C8-5 C8-10 C9-10 C10-8 C10-12 -

¢) QTL-GL2 (genotype Bb)

C2-1 c29 (C3-8 C4-3 C4-10 C5-7 C9-1 (C9-12 Cl1-6 C12-7

c2-2 C2-10 C3-9 (C44 C4-11 Cs5-8 (€92 Cl10-2 Cl1-7 C12-8

Cc2-3  C2-11 C3-10 C4-5 Cs-1 C5-9 C9-6 Cl10-3 Cl11-8 C12-9

c2-5 C2-12 C3-11 C4-6 C5-2 C5-10 C9-7 C10-5 Cl11-10 Cl12-10

c2-6 C3-1 C3-12 C4-7 C5-3 C5-11 C9-8  Cl1-2 Cl1-12 -

Cc2-7  C3-5 C4-1 c48 C5-4 C5-12 C99 Cl1-3  Cl2-1 -

C2-8 C3-7 C4-2 C49 C5-5 C6-3  (C9-11 Cl14 Cl2-5 -

d) QTL-GLS (genotype C )

C2-2  C3-1 C4-1 C4-7 C5-1 C5-8  C6-3 C6-8 C7-4 C7-9

C26 C3-8 C42 (C48 C5-3 C59 Co64 Co6-10 C7-5 C7-11

c2-8 C3-9 (43 C49 C5-4 (C5-10 Ce-5 Co6-11 C7-6 C7-12

C29 (C3-10 C44 C4-10 C5-5 C5-11 C6-6  C7-1  C7-7 -



C2-10 C3-11 C4-5 C4-11 C5-7  C5-12 C6-7  C7-3  C7-8 -
e) Allele Ck-1 (genotype DD)
Cc5-1 €52 (€53 (G55 (€57 Cs54  C5-8 (€59 Cs5-10 Cs-11
f) Allele Ck-1 (genotype Dd)
Cl-2 Cl-12 C3-8 C42 C49 Ce5 C7-1 C7-8 C10-5 Cl1-1
Ccl-4 (C2-8 C39 C43 C4-10 Co-6 C7-2 C79 C10-7 Cl1-2
Cl-5 C2-10 C3-10 C4-4 C4-12 Ceo-7 C7-3 C7-11 Cl10-8 C11-3
c1-9 C3-1 (C3-11 C45 Cs5-12 Ce-8 C7-4 C7-12  Cl109 Cl1-4
Cl-10 C3-5 C3-12 C4-7 C6-3 Ce-10 C7-6 C10-2 Cl0-10 Cl11-6
Cl-11 C3-7 C41 (C48 C64 Co-11 C7-7 Cl10-3 Clo-11  Cl11-7

Coffee hybrids associated with resistance to different races of H. vastatrix: a) SH3 gene
heterozygous (allele A); b) QTL of the linkage group 2 homozygous (allele B), ¢c) QTL-GL2
heterozygous (genotype Bb); d) QTL of the linkage group 5 (allele C ) and Hybrids associated with

resistance to C. kahawae e) Ck-1 gene homozygous (allele DD); f) Ck-1 gene heterozygous (allele

Dd)



