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Table S6. Coffee hybrids associated with resistance to different races of H. vastatrix and that 

confers resistance to C. kahawae, identified by molecular markers. 

a) Allele SH3 (genotype Aa) 

C2-1 C2-5 C2-8 C2-11 C4-2 C4-5 C4-9 C12-1 C12-4 C12-7 

C2-2 C2-6 C2-9 C2-12 C4-3 C4-6 C4-10 C12-2 C12-5 C12-8 

C2-3 C2-7 C2-10 C4-1 C4-4 C4-8 C4-11 C12-3 C12-6 C12-9 

         
C12-10 

b)  QTL-GL2 (genotype BB) 

C1-1 C1-9 C6-4 C6-8 C8-2 C8-7 C8-11 C10-1 C10-9 C11-1 

C1-2 C1-10 C6-5 C6-10 C8-3 C8-8 C9-4 C10-6 C10-10 C11-9 

C1-4 C1-11 C6-6 C6-11 C8-4 C8-9 C9-5 C10-7 C10-11 C11-11 

C1-5 C1-12 C6-7 C8-1 C8-5 C8-10 C9-10 C10-8 C10-12 - 

c) QTL-GL2 (genotype Bb) 

C2-1 C2-9 C3-8 C4-3 C4-10 C5-7 C9-1 C9-12 C11-6 C12-7 

C2-2 C2-10 C3-9 C4-4 C4-11 C5-8 C9-2 C10-2 C11-7 C12-8 

C2-3 C2-11 C3-10 C4-5 C5-1 C5-9 C9-6 C10-3 C11-8 C12-9 

C2-5 C2-12 C3-11 C4-6 C5-2 C5-10 C9-7 C10-5 C11-10 C12-10 

C2-6 C3-1 C3-12 C4-7 C5-3 C5-11 C9-8 C11-2 C11-12 - 

C2-7 C3-5 C4-1 C4-8 C5-4 C5-12 C9-9 C11-3 C12-1 - 

C2-8 C3-7 C4-2 C4-9 C5-5 C6-3 C9-11 C11-4 C12-5 - 

d) QTL-GL5 (genotype C_) 

C2-2 C3-1 C4-1 C4-7 C5-1 C5-8 C6-3 C6-8 C7-4 C7-9 

C2-6 C3-8 C4-2 C4-8 C5-3 C5-9 C6-4 C6-10 C7-5 C7-11 

C2-8 C3-9 C4-3 C4-9 C5-4 C5-10 C6-5 C6-11 C7-6 C7-12 

C2-9 C3-10 C4-4 C4-10 C5-5 C5-11 C6-6 C7-1 C7-7 - 



C2-10 C3-11 C4-5 C4-11 C5-7 C5-12 C6-7 C7-3 C7-8 - 

e) Allele Ck-1 (genotype DD) 

C5-1 C5-2 C5-3 C5-5 C5-7 C5-4 C5-8 C5-9 C5-10 C5-11 

f)  Allele Ck-1 (genotype Dd) 

C1-2 C1-12 C3-8 C4-2 C4-9 C6-5 C7-1 C7-8 C10-5 C11-1 

C1-4 C2-8 C3-9 C4-3 C4-10 C6-6 C7-2 C7-9 C10-7 C11-2 

C1-5 C2-10 C3-10 C4-4 C4-12 C6-7 C7-3 C7-11 C10-8 C11-3 

C1-9 C3-1 C3-11 C4-5 C5-12 C6-8 C7-4 C7-12 C10-9 C11-4 

C1-10 C3-5 C3-12 C4-7 C6-3 C6-10 C7-6 C10-2 C10-10 C11-6 

C1-11 C3-7 C4-1 C4-8 C6-4 C6-11 C7-7 C10-3 C10-11 C11-7 

Coffee hybrids associated with resistance to different races of H. vastatrix: a) SH3 gene 

heterozygous (allele A); b) QTL of the linkage group 2 homozygous (allele B), c) QTL-GL2 

heterozygous (genotype Bb); d) QTL of the linkage group 5 (allele C_) and Hybrids associated with 

resistance to C. kahawae e) Ck-1 gene homozygous (allele DD); f) Ck-1 gene heterozygous (allele 

Dd) 

 


